
Contents Human Molecular Genetics
Volume 18 number 24 15 December 2009

ARTICLES
The mtDNA nt7778 G/T polymorphism affects 
autoimmune diseases and reproductive performance in 
the mouse

X. Yu, L. Wester-Rosenlöf, U. Gimsa,
S.-A. Holzhueter, A. Marques, L. Jonas,
K. Hagenow, M. Kunz, H. Nizze, M. Tiedge,
R. Holmdahl, and S.M. Ibrahim

AIRE activated tissue specific genes have histone 
modifications associated with inactive chromatin

T. Org, A. Rebane, K. Kisand, M. Laan,
U. Haljasorg, R. Andreson, and R Peterson

Nephrocystin-1 and nephrocystin-4 are required 
for epithelial morphogenesis and associate with 
PALS1/PATJ and Par6

M. Delous, N.E. Heilman, H.-M. Gaudé,
F. Silbermann, A. Le Bivic, R. Salomon, 
C. Antignac, and S. Saunier

Multilocus methylation analysis in a large cohort of S. Azzi, S. Rossignol, V Steunou, T. Sas,
llplS-reiated foetal growth disorders (Russell Silver N. Thibaud, F. Danton, M. Le Jule, C. Heinrichs,
and Beckwith Wiedemann syndromes) reveals Cabrai, C. Gicquel, Y. Le Bouc, and I. Netchine
simultaneous loss of methylation at paternal and i&Ny
maternal imprinted loci

EKV mutant connexin 31 associated cell death iÀ% EL A atter sail, C.A. Scott, C. Gray, D. Zicha, and
Kelsellmediated by ER stress

Expression of the familial Mediterranean fever gene is 
regulated by nonsense-mediated decay

A new mouse model for the trisomy of the Abcgl-U2afl 
region reveals the complexity of the combinatorial 
genetic code of down syndrome

Impaired cone function and cone degeneration resulting 
from CNGB3 deficiency: down-regulation of CNGA3 
biosynthesis as a potential mechanism

Chromosomal and genetic alterations in human 
hepatocellular adenomas associated with type la 
glycogen storage disease

Skeletal dysplasias due to filamin A mutations result 
from a gain-of-function mechanism distinct from allelic 
neurological disorders

Adenosine deamination in human transcripts generates 
novel microRNA binding sites

Epigenetic profiling of somatic tissues from human 
autopsy specimens identifies tissue- and individual- 
specific DNA methylation patterns

Identification of a microRNA signature associated with 
progression of leukoplakia to oral carcinoma

S. Grandemange, S. Soler, and I. Touitou

RL. Pereira, L. Magnol, I. Sahún, V Brault,
A. Duchon, P. Prandini, A. Gruart, J.-C. Bizot,
B. Chadefaux-Vekemans, S. Deutsch, F. Troverò,
J.M. Delgado-García, S.E. Antonarakis,
M. Dierssen, and Y Herault

X.-Q. Ding, C.S. Harry, Y limino, A.V Matveev, 
S.J. Fliesler, and R.B. Barlow

PS. Kishnani, T.-P. Chuang, D. Bali, D. Koeberl,
S. Austin, D.A. Weinstein, E. Murphy, Y.-T. Chen,
K. Boyette, C.-H. Liu, Y.-T. Chen, and L.-H. Li

A.R. Clark, G.M. Sawyer, S.P. Robertson, and 
A.J. Sutherland-Smith

G. M. Borchert, B.L. Gilmore, R.M. Spengler,
Y. Xing, W. Lanier, D. Bhattacharya, and
B.L. Davidson

H. -M. Byun, K.D. Siegmund, F. Pan,
D.J. Weisenberger, G. Kanel, P.W Laird, and
A. S. Yang

N.K. Cervigne, PR Reis, J. Machado, B. Sadikovic, 
G. Bradley, N.N. Galloni, M. Pintilie, I. Jurisica,
B. Perez-Ordonez, R. Gilbert, P. Cullane, J. Irish, 
and S. Kamel-Reid

4689

4699

4711

4724

4734

4746

4756

4770

4781

4791

4801

4808

4818



Selective neuronal requirement for huntingtin in the 
developing zebrafish

Preventing Ataxin-3 protein cleavage mitigates 
degeneration in a Drosophila model of SCA3

Detecting natural selection by empirical comparison to 
random regions of the genome

Defective autophagy in neurons and astrocytes from 
mice deficient in PI(3,5)P2

ASSOCIATION STUDIES ARTICLES
FOXE1 association with both isolated cleft lip with or 
without cleft palate, and isolated cleft palate

Genetic association of FOXOIA and F0X03A  with 
longevity trait in Han Chinese populations

CORRIGENDA
Depletion of mitochondrial DNA in fibroblast cultures 
from patients with POLG1 mutations is a consequence 
of catalytic mutations

NLRP7 mutations in women with diploid androgenetic 
and triploid moles: a proposed mechanism for mole 
formation

T.L. Henshall, B. Tucker, A.L. Lumsden, S. Nornes, 4830 
M.T. Lardelli, and R.I. Richards

J. Jung, K. Xu, D. Lessing, and N.M. Bonini 4843

F. Yu, A. Keinan, H. Chen, R.J. Ferland, R.S. Hill, 4853 
A.A. Mignault, C.A. Walsh, and D. Reich

C.J. Ferguson, G.M. Lenk, and M.H. Meisler 4868

L.M. Moreno, M.A. Mansilla, S.A. Bullard, 4879
M.E. Cooper, T.D. Busch, J. Machida,
M.K. Johnson, D. Brauer, K. Krahn, S. Daack- 
Hirsch, J. LHeureux, C. Valencia-Ramirez,
D. Rivera, A.M. Lopez, M.A. Moreno, A. Hing,
E. J. Lämmer, M. Jones, K. Christensen, R.T. Lie,
A. Jugessur, A.J. Wilcox, P. Chines, E. Pugh,
K. Doheny, M. Arcos-Burgos, M.L. Marazita,
J.C. Murray, and A.C. Lidral

Y. Li, W.-J. Wang, H. Cao, J. Lu, C. Wu, F.-Y. Hu, 4897 
J. Guo, L. Zhao, F. Yang, Y.-X. Zhang, W. Li,
G.-Y. Zheng, H. Cui, X. Chen, Z. Zhu, H. He,
B. Dong, X. Mo, Y. Zeng, and X.-L. Tian

N. Ashley, A. O’Rourke, C. Smith, S. Adams, 4905
V Gowda, M. Zeviani, G.K. Brown, C. Fratter, and 
J. Poulton

C. Deveault, J.H. Qian, W. Chebaro, A. Ao, 4907
L. Gilbert, A. Mehio, R. Khan, S.L. Tan,
A. Wischmeijer, P. Coullin, X. Xie, and R. Slim

Cover: The cover image shows clustering of miRNA expression in oral lesions: Principal Component Analysis depicts similar 
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