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Cover miR-19a and miR-19b are the key components of the oncogenic microRNA cluster miR-17-92. Shown here in the

foreground are the six mature mRNAs that the polycistronic mii-17-92 cluster encodes [left to right, respectively): miR-17,

miR-18, miR-19a, miR-20, miR-19b, and miR-92. miR-19a and miR-19b (highlighted with pink) are both necessary and
sufficient to promote c-myc-induced B-cell lymphomagenesis. Shown in the background are NIH 3T3 cells infected with

retrovirus overexpressing miR-19b. All infected cells carry a GFP transgene, allowing for in vitro visualization. (For details,

see Olive et al., p. 2839.)
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