
Contents

Acknowledgements VI

of contributors VII

introduction to applied environmental genomics XI

Section A: Biodiversity

• Design considerations for eDNA metabarcoding surveys 2
* am Bernard Perry, Kirthana Pillay, Paul George, Georgina Brennan, Abigail Lowe, Laura Jones, Luke Holman, Tom 
G bson, Natasha de Vere and Simon Creer

Measuring biodiversity with eDNA metabarcoding 14
Antton Alberdi, Inaki Odriozola, Raphael Eisenhofer and Ostaizka Aizpurua

perspective - eDNA and metagenomics: a story of a disruptive technology for biodiversity
monitoring 28
Peter Gilchrist

Revealing animal diet and food webs through DNA metabarcoding
B ruce E. Deagle, Johan Pansu, Julie McInnes and Michael Traugott

30

- pproaching ecological questions using DNA barcodes
Wichael Stat and Katrina West

46

Secti on B Life history and population biology

5 Lifespan estimation from genomic analysis
Benjam n Mayne and Christopher Faulk

De velopment of epigenetic clocks
Simon Jarman, Benjamin Mayne and Tom Little

Molecular sex identification for applications in conservation, industry and veterinary medicine
Care E Ho eley, Sarah L. Whiteley, Floriaan Devloo-Delva, Andreas Bachler, Joshua Llinas and Arthur Georges

Perspective - Whole genome assemblies, devils and disease
Card yn J Hogg, Emma Peel, Yuanyuan Cheng and Katherine Belov

Genetic-based inventories of wildlife abundance
Ga — Mowat, Joseph D. Clark, Alexander Kopatz, Clayton Lamb and Anita J. Norman

he practical magic of close-kin mark-recapture
Mark . Bravington and Emma L. Carroll

53

54

62

74

102

107

120


